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RID: 1058796829-25315-2 954 8 . BLASTQ1 



K5r a6X5®4fttv:Gc atacg tc agc tatactwS! aac cmttc JBhlc 



Database: contig 

545 sequences; 2,866,452,029 total letters 
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Sequences producing significant alignments: 

ref |NT_010194.15|Hsl5_10351 Homo sapiens chromosome 15 geno. 

Alignments 



Score E 
(bits) Value 

3617 0.0 



>ref |NT_010194 . 15 |Hsl5_10351 Homo sapiens chromosome 15 genomic contig 
Length = 53614549 

Score = 3617 bits (1881), Expect =0.0 
Identities = 1885/1887 (99%) 
Strand = Plus / Plus 



Query: 433 



aaggattgtgtcctcctccaccttccctgtgctcggtctccacctgtctcccattctgtg 4 92 
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Sbjct: 



Mill II I II I INI III! Ill MINIM III! II! I III INI MINI! INI III! 

' aaggattgtgtcctcctccaccttccctgtgctcggtctccacctgtctcccattctgtg 3070004 



Query: 493 acgatggttcaatggaagagactctgccagctgcattacttgtgggctctgggctgctat 552 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 r 1 1 1 1 1 1 1 

Sbj ct : 30700046 acgatggttcaatggaagagactctgccagctgcattacttgtgggctctgggctgctat 3070010 
Query : 553 atgctgctggccactgtggctctgaaactttctttcaggttgaagtgtgactctgaccac 612 

1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 » M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 30700106 atgctgctggccactgtggctctgaaactttctttcaggttgaagtgtgactctgaccac 3070016 
Query : 613 ttgggtctggagtccagggaatctcaaagccagtactgtaggaatatcttgtataatttc 672 

M I It M 1 1 1 M 1 1 1 1 1 1 i 1 1 1 M 1 1 1 1 1 1 1 1 1 M I M 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 II I i I 

Sbjct : 30700166 ttgggtctggagtccagggaatctcaaagccagtactgtaggaatatcttgtataatttc 3070022 
Query : 673 ctgaaacttccagcaaagaggtctatcaactgttcaggggtcacccgaggggaccaagag 732 

1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 II 1 1 M 1 1 1 1 ! I! 1 1 1 II 

Sbjct : 30700226 ctgaaacttccagcaaagaggtctatcaactgttcaggggtcacccgaggggaccaagag 3070028 
Query: 733 gcagtgcttcaggctattctgaataacctggaggtcaagaagaagcgagagcctttcaca 792 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 f 1 1 1 

Sbjct : 30700286 gcagtgcttcaggctattctgaataacctggaggtcaagaagaagcgagagcctttcaca 3070034 
Query: 793 gacacccactacctctccctcaccagagactgtgagcacttcaaggctgaaaggaagttc 852 

1 1 1 1 M I ! 1 1 1 1 i I M 1 M 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 II 

Sbj ct : 30700346 gacacccactacctctccctcaccagagactgtgagcacttcaaggctgaaaggaagttc 3070040 
Query: 853 atacagttcccactgagcaaagaagaggtggagttccctattgcatactctatggtgatt 912 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 i i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 

Sbjct : 30700406 atacagttcccactgagcaaagaagaggtggagttccctattgcatactctatggtgatt 3070046 
Query : 913 catgagaagattgaaaactttgaaaggctactgcgagctgtgtatgcccctcagaacata 972 

1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 30700466 catgagaagattgaaaactttgaaaggctactgcgagctgtgtatgcccctcagaacata 3070052 
Query: 973 tactgtgtccatgtggatgagaagtccccagaaactttcaaagaggcggtcaaagcaatt 1032 

1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 M 1 1 1 M 1 1 1 1 1 1 1 it 1 1 1 1 i I II 1 1 1 1 1 1 1 II 1 1 1 1 II 

Sbjct: 3 070052 6 tactgtgtccatgtggatgagaagtccccagaaactttcaaagaggcggtcaaagcaatt 3 070058 
Query: 103 3 atttcttgcttcccaaatgtcttcatagccagtaagctggttcgggtggtttatgcctcc 1092 

1 1 1 1 1 1 1 1 1 1 1 ! i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i I } 1 1 1 1 1 E 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 30700586 atttcttgcttcccaaatgtcttcatagccagtaagctggttcgggtggtttatgcctcc 3070064 
Query: 1093 tggtccagggtgcaagctgacctcaactgcatggaagacttgctccagagctcagtgccg 1152 

MM IIMM Mill IIIIIMMMIIIIIIIIIIIIIIIMI MMIIMIIIIIMI 

Sbjct: 30700646 tggtccagggtgcaagctgacctcaactgcatggaagacttgctccagagctcagtgccg 3 070070 



Query: 1153 



tggaaatacttcctgaatacatgtgggacggactttcctataaagagcaatgcagagatg 1212 
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1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 30700706 tggaaatacttcctgaatacatgtgggacggactttcctataaagagcaatgcagagatg 3070076 
Query: 1213 gtccaggctctcaagatgttgaatgggaggaatagcatggagtcagaggtacctcctaag 1272 

Mill llllillMIIIIIIIIIIIIIII IIIIIIMIII IIIIIIIIMIIIIIIIMI 

Sbjct : 30700766 gtccaggctctcaagatgttgaatgggaggaatagcatggagtcagaggtacctcctaag 3070082 
Query: 1273 cacaaagaaacccgctggaaatatcactttgaggtagtgagagacacattacacctaacc 1332 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 30700826 cacaaagaaacccgctggaaatatcactttgaggtagtgagagacacattacacctaacc 3070088 
Query: 1333 aacaagaagaaggatcctcccccttataatttaactatgtttacagggaatgcgtacatt 1392 

llllllll! IIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIIIIIIII 

Sbjct : 30700886 aacaagaagaaggatcctcccccttataatttaactatgtttacagggaatgcgtacatt 3070094 
Query: 13 93 gtggcttcccgagatttcgtccaacatgttttgaagaaccctaaatcccaacaactgatt 1452 

I! Ill III I II I lllllll lllllll II! IIMM! IIIMIIMIMI! Ml I II! Ill 

Sbjct : 30700946 gtggcttcccgagatttcgtccaacatgttttgaagaaccctaaatcccaacaactgatt 3070100 
Query : 1453 gaatgggtaaaagacacttatagcccagatgaacacctctgggccacccttcagcgtgca 1512 

Mill IMIIIIMIIIIIlllllllllllllllllllllllMIIIIIIIIIMIIMI 

Sbjct : 30701006 gaatgggtaaaagacacttatagcccagatgaacacctctgggccacccttcagcgtgca 3070106 
Query: 1513 cggtggatgcctggctctgttcccaaccaccccaagtacgacatctcagacatgacttct 1572 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 i 1 1 1 1 1 1 i 1 1 1 

Sbjct : 30701066 cggtggatgcctggctctgttcccaaccaccccaagtacgacatctcagacatgacttct 3070112 
Query : 1573 attgccaggctggtcaagtggcagggtcatgagggagacatcgataagggtgctccttat 1632 

I II I II II II I II 1 1 II II 1 1 1 1 1 M II 1 1 1 1 1 II 1 1 1 II II I M 1 1 1 1 1 1 II II 1 1 II I 

Sbjct : 30701126 attgccaggctggtcaagtggcagggtcatgagggagacatcgataagggtgctccttat 3070118 
Query: 1633 gctccctgctctggaatccaccagcgggctatctgcgtttatggggctggggacttgaat 1692 

1 1 1 1 1 1 1 M 1 1 1 1 1 1 ! M 1 1 1 1 1 1 1 II M 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 30701186 gctccctgctctggaatccaccagcgggctatctgcgtttatggggctggggacttgaat 3070124 
Query: 1693 tggatgcttcaaaaccatcacctgttggccaacaagtttgacccaaaggtagatgataat 1752 

1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 30701246 tggatgcttcaaaaccatcacctgttggccaacaagtttgacccaaaggtagatgataat 3070130 
Query: 1753 gctcttcagtgcttagaagaatacctacgttataaggccatctatgggactgaactttga 1812 

IIMI IMIMIMI IIMI MMMIM II MIMIIM Ml IIMIM MIIIHMI 

Sbjct : 30701306 gctcttcagtgcttagaagaatacctacgttataaggccatctatgggactgaactttga 3070136 
Query: 1813 gacacactatgagagcgttgctacctgtggggcaagagcatgtacaaacatgctcagaac 1872 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 1 M I II 1 1 1 1 1 1 1 1 1 1 1 1 1 III 1 1 1 1 1 1 1 

Sbjct : 30701366 gacacactatgagagcgttgctacctgtggggcaagagcatgtacaaacatgctcagaac 3070142 



Query: 1873 



ttgctgggacagtgtgggtgggagaccagggctttgcaattcgtggcatcctttaggata 1932 
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1 1 1 1 1 1 1 II 1 1 M I II I M II I M 1 1 1 M M MM 1 1 1 1 1 II 1 1 II 1 1 M I M I II II M 

Sbjct: 30701426 ttgctgggacagtgtgggtgggagaccagggctttgcaattcgtggcatcctttaggata 3070148 
Query: 1933 agagggctgctattagattgtgggtaagtagatcttttgccttgcaaattgctgcctggg 1992 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 II III III I II MM MM III II 1 ; 1 1 1:111 MM III I II 

Sbj ct : 30701486 agagggctgctattagagtgtgggtaagtagatcttttgccttgcaaattgctgcctggg 3070154 
Query: 1993 tgaatgctgcttgttctctcacccctaaccctagtagttcctccactaactttctcacta 2052 

I II MMIM II I III I MM II II I II MIMIMI III I M M III MIMI Mi II 

Sbjct: 30701546 tgaatgctgcttgttctctcacccctaaccctagtagttcctccactaactttctcacta 3070160 
Query: 2053 agtgagaatgagaactgctgtgatagggagagtgaaggagggatatgtggtagagcactt 2112 

MIIIIIMIIMIMI IIIIIIIIIIIMIIIIIIIIMIIMIIIIIIIIIIII MM 

Sbj ct: 30701606 agtgagaatgagaac tgc tgtgatagggagagtgaaggagggat atgtggt agagcac 1 1 3070166 
Query: 2113 gatttcagttgaatgcctgctggtagcttttccattctgtggagctgccgttcctaataa 2172 

1 1 1 ii 1 1 1 1 1 MM II I ill 1 1 1 1 1 1 Ml 1 1 1 II 1 1 1 M I II 1 1 1 1 II il III 1 1 1 1 1 II 

Sbjct: 30701666 gatttcagttgaatgcctgctggtagcttttccattctgtggagctgccgttcctaataa 3070172 
Query: 2173 ttccaggtttggtagcgtggaggagaactttgatggaaagagaaccttcccttctgtact 2232 

mill iiiiiiiiiii iiiiMMMi mi iiiiiiiiiiiiiiiiiiiiii iiiiiii 

Sbjct : 30701726 ttccaggtttggtagcgtggaggagaactttgatggaaagagaaccttcccttctgtact 3 070178 
Query: 2233 gttaacttaaaaataaatagctcctgattcaaagtattacctctactttttgcctagtat 2292 

MIMI MIMIIIIII IIIIMMMI IIMIMIMMIMIIIIIMIIIIIIIMI 

Sbjct : 30701786 gttaacttaaaaataaatagctcctgattcaaagtattacctctactttttgcctagtat 3070184 
Query: 2293 gccagaaataatataaatctaaacaga 2319 

-v II MM INI III MM I Mill I II 

Sbjct : |3^pM8|^ gccagaaataatataaatataaacaga 30701872 



Score = 471 bits (245) , Expect = e-130 
Identities = 245/245 (100%) 
Strand = Plus / Plus 

Query : 1 attaactgggttttcctatttatctatcctctcgcattacttctctgagtcagagcctct 60 

1 1 MIMIIMM MMMM II M I MMM MM Ml Ml M 1 1 1 IM II Ml IMM 

Sbjct : 3||^^^^ttaactgggttttcctatttatctatcctctcgcattacttctctgagtcagagcctct 3069360 
Query: 61 tctctctaagtcacgggaactgcccttgctacttgtgacctgccctttactcagcagttt 120 

IMIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIIIIIMIIIMIM MIMIIIIII 

Sbjct : 30693607 tctctctaagtcacgggaactgcccttgctacttgtgacctgccctttactcagcagttt 30693 66 
Query: 121 ttgttctgggaagccctgggattctgctaatacctatcactgtaggtgctgaagggaaac 180 

IMIIIIIIIIIMMMIMMMIIIIIIIIII IIMIIIIIIIIII IIIIIIIIIII 

Sbjct : 30693667 ttgttctgggaagccctgggattctgctaatacctatcactgtaggtgctgaagggaaac 3069372 
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Query: 181 agatgaagaacatgacctcaaggagcttcctgtcaatgagaagaccaagctgacgcctgg 240 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI 

Sbjct : 30693727 agatgaagaacatgacctcaaggagcttcctgtcaatgagaagaccaagctgacgcctgg 3069378 



Query: 241 caaag 245 

,J I I I I 

Sbjct: ^pglglcaaag 30693791 



Score = 371 bits (193) , Expect = e-100 
Identities = 193/193 (100%) 
Strand = Plus / Plus 



Query : 244 agatattaaagaggagcctgaaactgttccttggacatcttatgaatgtcagaaaatacc 3 03 

II IMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII illlllllllll llllllllll 

Sbjct : 3g^^^.^agatattaaagaggagcctgaaactgttccttggacatcttatgaatgtcagaaaatacc 3 069855 



Query: 304 ttttggagggttagaagatcaggggacatggttgttcacatttgctgccacggaacaccg 3 63 

II Illlllllllll MM INI MM Illlllllllll Illlllllllll MM III III 

Sbjct : 30698560 ttttggagggttagaagatcaggggacatggttgttcacatttgctgccacggaacaccg 3069861 

TV 

Query: 364 ccagtcttcacttggaaacagaatcacgccttgtgaagagatcatccctaagcaggagag 423 

II IMIMII II II MM I III MM Illlllllllll Mill I MM II I III III III 

Sbjct : 30698620 ccagtcttcacttggaaacagaatcacgccttgtgaagagatcatccctaagcaggagag 3069867 



Query: 424 aagctactaaagg 436 

MMIIMIIIM 

Sbjct: ?30;698;68# aagctactaaagg 30698692 



Database: contig 

Posted date: Apr 29, 2003 9:34 AM 
Number of letters in database: -1,428,515,263 
Number of sequences in database: 545 

Lambda K H 

1.33 0.621 1.12 

Gapped 

Lambda K H 

1.33 0.621 1.12 



Matrix: blastn matrix :1 -2 

Gap Penalties: Existence: 0, Extension: 0 

Number of Hits to DB: 43,335 

Number of Sequences: 545 

Number of extensions: 0 

Number of successful extensions: 0 

Number of sequences better than 1.0e-02: 0 

Number of HSP ! s better than 0.0 without gapping: 0 
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Number of HSP's successfully gapped in prelim test: 0 

Number of HSP's that attempted gapping in prelim test 

Number of HSP's gapped (non-prelim): 0 

length of query: 2319 

length of database: 2,866,452,029 

effective HSP length: 25 

effective length of query: 2294 

effective length of database: 2,866,438,404 

effective search space: 6575609698776 

effective search space used: 0 

S2: 26 (50.7 bits) 
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